Ein kleines Jubilaums-Paper
zur Visualisierung des

4000-sten Gens
im Metasystem 1Gene.

Also known as B7H3; B7-H3

Official Full Name
CD276 moleculeprovided by
Primary source
See related
Gene type: protein coding
RefSeq status: Validated
Organism:
Lineage: Eukaryota; Metazoa; Chordata; Craniata; Vertebrata;
Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Primates;
Haplorrhini; Catarrhini; Hominidae; Homo




Metasystemischer Befund zu CD276_B7-H3

First biomarker discovered that predicts prostate cancer outcome

to leave prostate cancer cells and migrate throughout the body, making it a poor target
for therapy.
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samtliche

Das metasystemische Ergebnis entspricht mithin
vollumfanglich der molekularbiologischen Funktion
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Interacting 1
PROSTATA ANTI-CANCER GEN (PSA)

-

Isoformen 1,3,4,5,6




interacting 2:

FOLH1 folate hydrolase (prostate-specific membrane antigen) 1 [ Homo sapiens ]

“...until now there were no
strongly-predictive molecules
for prostate cancer. The most
notable other prostate
biomarkers, prostate-specific
antigen and

However, PSA tends to leave
prostate cancer cells and
migrate throughout the body,
making it a poor target for
therapy”

Isoform a

Isoform b




