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Ein kleines Jubiläums-Paper 
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4000-sten Gens
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First biomarker discovered that predicts prostate cancer outcome

Mayo Clinic researchers have identified the first immune molecule that appears to 
play a role in prostate cancer development and in predicting cancer recurrence 
and progression after surgery. The report on the B7-H3 molecule by Mayo Clinic 
Cancer Center appears today in Cancer Research.

Until now there were no strongly-predictive molecules for prostate cancer. The most 
notable other prostate biomarkers, prostate-specific antigen (PSA), and prostate-specific 
membrane antigen (PSMA) are useful to diagnose prostate cancer. However, PSA tends 
to leave prostate cancer cells and migrate throughout the body, making it a poor target 
for therapy.
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Die beiden Farbkreise von B7-H3/CD 276 in den 
Isoformen a und b zeigen auf engstem Raum im Kern 
levn-1 und dem Kern folgenden Radius n-2 
sämtliche metasystemischen Krebs-Marker: 

TAA-33 , TAG-56 und TGA-12 
sowie den Co-Faktor

(>Entzündungs-/ Immunsystem-Marker)
ATA-61

Eine solche Dichte der metasystemischen Krebs-
Marker konnte bisher bei keiner der untersuchten 
4000 Strukturen festgestellt werden.

Das metasystemische Ergebnis entspricht mithin  
vollumfänglich der molekularbiologischen Funktion.
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interacting 1
PROSTATA  ANTI-CANCER GEN  (PSA)

Isoformen 1,3,4,5,6
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TTT  2  
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interacting 2:
FOLH1 folate hydrolase (prostate-specific membrane antigen) 1 [ Homo sapiens ] 

“…until now there were no 
strongly-predictive molecules 
for prostate cancer. The most 
notable other prostate 
biomarkers, prostate-specific 
antigen PSA, and prostate-
specific membrane antigen 
PSMA / FOLH1 are useful to 
diagnose prostate cancer. 
However, PSA tends to leave 
prostate cancer cells and 
migrate throughout the body, 
making it a poor target for 
therapy”
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